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IN THE UNITED STATES PATENT AliP TRADEMMUC OFFICE 

Atty. Docket No: 08201.0024-00000 

In re patent application of 
BROWNING, JEFFREY et al . 
Serial No. 09/911,777 
Filed: July 24, 2001 

For: BAFF, INHIBITORS THEREOF AND THEIR USE IN THE MODULATION OF B-CELL 
RESPONSE 

STATEMENT TO SUPPORT FILING AND SUBMISSION IN 
ACCORDANCE WITH 37 C.F.R. §§ 1.821-1.825 



Assistant Commissioner for Patents 
Washington , D . C , 20231 
Box SEQUENCE 

Sir: 

In connection with a Sequence Listing submitted concurrently 
herewith, the undersigned hereby states that: 

1. the submission, filed herewith in accordance with 37 
C.F.R. § 1.821(g), does not include new matter; 

2 . the content of the attached paper copy and the 
attached computer readable copy of the Sequence Listing, submitted in 
accordance with 37 C.F.R. § 1.821(c) and (e) , respectively, are the same. 

Date U 
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SEQUENCE LISTING 



<110> BROWNING, JEFFREY 
AMBROSE, CHRISTINE 
MACKAY, FABIENNE 
TSCHOPP, JURG 
SCHNEIDER , PASCAL 



<120> BAFF, INHIBITORS THEREOF AND THEIR USE IN 
MODULATION OF B-CELL RESPONSE 



THE 



<130> 08201.0024-00000 

<140> 09/911,777 
<141> 2001-07-24 

<150> 60/143,228 
<151> 2001-07-09 

<150> PCT/USOO/01788 
<151> 2000-01-25 

<150> 60/117,169 
<151> 1999-01-25 

<160> 26 

<170> Patentin Ver. 2.1 

<210> 1 
<211> 218 
<212> PRT 

<213> Homo sapiens 



<400> 1 

Met Asp Asp Ser Thr Glu Arg Glu Gin Ser Arg Leu 
15 10 



Thr Ser Cys Leu 
15 



Lys Lys Arg Glu Glu Met Lys Leu Lys Glu Cys Val 
20 25 



Ser lie Leu Pro 
30 



Arg Lys Glu Ser Pro Ser Val Leu Leu Ser Cys Cys 
35 40 



Leu Thr Val Val 
45 



Ser Phe Tyr Gin Val Ala Ala Leu Gin Gly Asp Leu Ala Ser Leu Arg 
50 55 60 



Ala Glu Leu Gin Gly His His Ala Glu Lys Leu Pro 
65 70 75 



Ala Gly Ala Lys 
80 



lie Phe Glu Pro Pro Ala Pro Gly Glu Gly Asn Ser 
85 90 



Ser Gin Asn Ser 
95 



Arg Asn Lys Arg Ala Val Gin Gly Pro Glu Glu Thr 
100 105 



Val Thr Gin Asp 
110 



Cys Leu Gin Leu lie Ala Asp Ser Glu Thr Pro Thr lie Gin Lys Gly 
115 120 125 



Ser Tyr Thr Phe Val Pro Trp Leu Leu Ser Phe Lys Arg Gly Ser Ala 
130 135 140 

Leu Tyr Gly Gin Val Leu Tyr Thr Asp Lys Thr Tyr Ala Met Gly His 
145 150 155 160 

Leu lie Gin Arg Lys Lys Val His Val Phe Gly Asp Glu Leu Ser Leu 
165 170 175 

Val Thr Leu Phe Arg Cys lie Gin Asn Leu Glu Glu Gly Asp Glu Leu 
180 185 190 

Gin Leu Ala lie Pro Arg Glu Asn Ala Gin lie Ser Leu Asp Gly Asp 
195 200 205 

Val Thr Phe Phe Gly Ala Leu Lys Leu Leu 
210 215 



<210> 2 
<211> 232 
<212> PRT 
<213> Mus sp. 

<400> 2 

Met Asp Glu Ser 
1 

Ser Glu Lys Gly 
20 

Gin Lys Glu Glu 
35 

Ser Leu Tyr Gin 
50 

Met Glu Leu Gin 
65 

Leu Leu Thr Pro 



Arg Asn Arg Arg 
100 

Asp Leu Ser Ala 
115 

Gin Leu lie Ala 
130 

Thr Phe Val Pro 
145 



Ala Lys Thr Leu 
5 

Glu Asp Met Lys 



Gly Ala Val Leu 
40 

Leu Ala Ala Leu 
55 

Ser Tyr Arg Gly 
70 

Ala Ala Pro Arg 
85 

Ala Phe Pro Gly 



Pro Pro Ala Leu 
120 

Asp Ser Asp Thr 
135 

Trp Leu Leu Ser 
150 



Pro Pro Pro Cys 
10 

Val Gly Tyr Asp 
25 

Leu Ser Ser Ser 



Gin Ala Asp Leu 
60 

Ser Ala Thr Pro 
75 

Pro His Asn Ser 
90 

Pro Glu Glu Thr 
105 

Arg Asn lie lie 



Pro Thr lie Arg 
140 

Phe Lys Arg Gly 
155 



Leu Cys Phe Cys 
15 

Pro lie Thr Pro 
30 

Phe Thr Ala Met 
45 

Met Asn Leu Arg 



Ala Ala Ala Lys 
80 

Ser Arg Gly His 
95 

Glu Gin Asp Val 
110 

Gin Asp Cys Leu 
125 

Lys Gly Thr Tyr 



Asn Ala Leu Tyr 
160 



Ser Gin Val Leu Tyr Thr Asp Pro lie Phe Ala Met Gly His Val lie 
165 170 175 



Gin Arg Lys Lys Val His Val Phe Gly Asp Glu Leu Ser Leu Val Thr 
180 185 190 

Leu Phe Arg Cys lie Gin Asn Leu Glu Glu Gly Asp Glu lie Gin Leu 
195 200 205 

Ala lie Pro Arg Glu Asn Ala Gin lie Ser Arg Asn Gly Asp Asp Thr 
210 215 220 

Phe Phe Gly Ala Leu Lys Leu Leu 
225 230 



<210> 3 
<211> 102 
<212> PRT 

<213> Homo sapiens 
<400> 3 

Val Thr Gin Asp Cys Leu Gin Leu lie Ala Asp Ser Glu Thr Pro Thr 
15 10 15 

lie Gin Lys Gly Ser Tyr Thr Phe Val Pro Trp Leu Leu Ser Phe Lys 
20 25 30 

Arg Gly Ser Ala Leu Glu Glu Lys Tyr Gly Gin Val Leu Tyr Thr Asp 
35 40 45 

Lys Thr Tyr Ala Met Gly His Leu lie Gin Arg Lys Lys Val His Val 
50 55 60 

Phe Gly Asp Glu Leu Ser Asn Asn Ser Cys Tyr Ser Ala Gly lie Ala 
65 70 75 80 

Lys Leu Glu Glu Gly Asp Glu Leu Gin Leu Ala lie Pro Arg Glu Asn 
85 90 95 

Ala Gin lie Ser Leu Asp 
100 



<210> 4 
<211> 96 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Lys Gin His Ser Val Leu His Leu Val Pro lie Asn Ala Thr Ser Lys 
15 10 15 

Asp Asp Ser Asp Val Thr Glu Val Met Trp Gin Pro Ala Leu Arg Arg 
20 25 30 



Gly Arg Gly Leu Gin Ala Gin Tyr Ser Gin Val Leu Phe Gin Asp Val 
35 40 45 



■ 

4 

Thr Phe Thr Met Gly Gin Val Val Ser Arg Glu Gly Gin Gly Arg Ala 
50 55 60 

Tyr Asn Ser Cys Tyr Ser Ala Gly Val Phe His Leu His Gin Gly Asp 
65 70 75 80 

lie Leu Ser Val lie lie Pro Arg Ala Arg Ala Lys Leu Asn Leu Ser 
85 90 95 




<210> 5 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Ser Asp Lys Pro Val Ala His Val Val Ala Asn Pro Gin Ala Glu Gly 
15 10 15 

Gin Leu Gin Trp Leu Asn Arg Arg Ala Asn Ala Leu Leu Ala Asn Gly 
20 25 30 

Val Tyr Ser Gin Val Leu Phe Lys Gly Gin Gly Cys Pro Ser Thr His 
35 40 45 

Val Leu Leu Thr His Thr He Ser Arg He Ala Val Ser Tyr Gin Thr 
50 55 60 

Glu Gly Ala Glu Ala Lys Pro Trp Tyr Glu Pro He Tyr Leu Gly Gly 
65 70 75 80 

Val Phe Gin Leu Glu Lys Gly Asp Arg Leu Ser Ala Glu He Asn Arg 
85 90 95 

Pro Asp Tyr Leu Asp Phe Ala Glu 
100 



<210> 6 
<211> 97 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Glu Leu Arg Lys Val Ala His Leu Thr Gly Lys Ser Asn Ser Arg Ser 
1 5 10 15 

Met Pro Leu Glu Trp Glu Asp Thr Tyr Gly He Val Leu Leu Ser Gly 
20 25 30 

Val Lys Tyr Ser Lys Val Tyr Phe Arg Gly Gin Ser Cys Asn Asn Leu 
35 40 45 

Pro Leu Ser His Lys Val Tyr Met Arg Asn Ser Lys Tyr Pro Gin Met 
50 55 60 



Trp Ala Arg Ser Ser Tyr Leu Gly Ala Val Phe Asn Leu Thr Ser Ala 
65 70 75 80 



5 



Asp His Leu Tyr Val Asn Val Ser Glu Leu Ser Leu Val Asn Phe Glu 
85 90 95 

Glu 



<210> 7 
<211> 102 
<212> PRT 

<213> Homo sapiens 
<400> 7 

Thr Leu Lys Pro Ala Ala His Leu lie Gly Asp Pro Ser Lys Gin Asn 
15 10 15 

Ser Leu Leu Trp Arg Ala Asn Thr Asp Arg Ala Phe Leu Gin Asp Gly 
20 25 30 

Phe Tyr Ser Gin Val Val Phe Ser Gly Lys Ala Tyr Ser Pro Lys Ala 
35 40 45 

Thr Ser Ser Pro Leu Tyr Leu Ala His Glu Val Gin Leu Phe Ser Ser 
50 55 60 

Gin Tyr Pro Phe Pro Trp Leu His Ser Met Tyr His Gly Ala Ala Phe 
65 70 75 80 

Gin Leu Thr Gin Gly Asp Gin Leu Ser Thr His Thr Asp Gly He Pro 
85 90 95 

His Leu Val Leu Ser Phe 
100 




<210> 8 
<211> 109 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Glu Ala Gin Pro Phe Ala His Leu Thr He Asn Ala Thr Asp He Pro 
15 10 15 

Ser Gly Ser His Lys Val Ser Leu Ser Ser Trp Tyr His Asp Arg Gly 
20 25 30 

Trp Gly Lys He Ser Asn Met Tyr Ala Asn He Cys Phe Arg His His 
35 40 45 

Glu Thr Ser Gly Asp Leu Ala Thr Glu Tyr Leu Gin Leu Met Val Tyr 
50 55 60 

Val Thr Lys Thr Ser He Lys He Pro Ser Glu Phe His Phe Tyr Ser 
65 70 75 80 



He Asn Val Gly Gly Phe Phe Lys Leu Arg Ser Gly Glu Glu He Ser 
85 90 95 





6 



lie Glu Val Ser Asn Pro Ser Leu Leu Asp Pro Asp Gin 
100 105 



<210> 9 
<211> 26 
<212> DNA 

<213> Homo sapiens 
<400> 9 

actgtttctt ctggaccctg aacggc 26 



<210> 10 

<211> 30 

<212> DNA 

<213> Homo sapiens 



<210> 11 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 11 

actagtcaca gcagtttcaa tgc 23 



<210> 12 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<210> 13 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 13 

ggagaaggca actccagtca gaac 24 



<210> 14 

<211> 24 

<212> DNA 

<213> Homo sapiens 



<400> 10 

gacaagcttg ccaccatgga tgactccaca 



30 



<400> 12 

ctgcagggtc cagaagaaac ag 



22 



<400> 14 

caattcatcc ccaaagacat ggac 



24 





7 



<210> 15 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 15 

tcggaacaca acgaaacaag tc 22 

<210> 16 

<211> 26 

<212> DNA 

<213> Homo sapiens 



<210> 17 
<211> 19 
<212> DNA 

<213> Homo sapiens 
<400> 17 

ggcatcgtga tggactccg 19 



<210> 18 

<211> 19 

<212> DNA 

<213> Homo sapiens 



<210> 19 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 19 

taagaatgcg gccgcggaat ggatgagtct gcaaa 35 



<210> 20 

<211> 35 

<212> DNA 

<213> Homo sapiens 



<400> 16 

cttctccttc acctggaaac tgactg 



26 



<400> 18 

gctggaaggt ggacagcga 



19 



<400> 20 

taagaatgcg gccgcgggat cacgcactcc agcaa 



35 



<210> 21 
<211> 21 





8 



<212> DNA 
<213> Homo 



sapiens 



<400> 21 
gcagtttcac 



agcgatgtcc t 



21 



<210> 22 
<211> 21 
<212> DNA 

<213> Homo sapiens 
<400> 22 

gtctccgttg cgtgaaatct g 21 



<210> 23 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Illustrative 
mot i f 

<400> 23 

Arg Asn Lys Arg 



<210> 24 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Illustrative 
motif 

<400> 24 

Arg Lys Arg Arg 



<210> 25 

<211> 4 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Illustrative 



1 



1 



motif 



<400> 25 
Arg Pro Arg Arg 
1 



9 

<210> 26 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Illustrative 
motif 

<220> 

<221> MOD_RES 
<222> (2) 

<223> Any amino acid 
<220> 

<221> MOD_RES 

<222> (3) 

<223> Lys or Arg 

<400> 26 
Arg Xaa Xaa Arg 
1 




